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Clone 40: 

GAATTCCGCACC 




'CGGAAAAGAACAAAA.TGGCTTGTATCGTTTTCGTT 



GCTCTTGTCGCTCTATGCTTAATGCAACCGGGTTCCGGTGAGGAAGTACA 
ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 
GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAA 
GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 
AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 
GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGAC 
TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 
TAGCAAAATGCCAGGCACTTACATGCTTAT GGACGTGT GCGCTACAAGGG 
ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGG'TG 
TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTGAT 
TCCATCTGAGACAATCGAGGATGATATCAAGGACTGTGGGCTCTTAGACC 
AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 
GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 
CTGGTAGATCTATCAGACTACTTTTATCAGCAGGACAACTGGTCGTTACC 
AGACACCTATAACGTGTCCTCATCAATAATGTGTAAAACAGAAATAATCG 
ATAGAATATTGAAAATAAAATGTTAATAAACACTGGTTGAAATATGAAAA 



GASTrCGGCACGAGGGAAAAGAACAAAATGGCTTGTATCGTTTTCGTT 

GCTCTTGTCGCTCTATGCTTAATGCAACCGGGTTCCGGTGAGGAAGTACA 

AT GCGCGAT G AATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 

GGATGACCATTTrCArCTACGACTATGGCGCTCAAGAGCAACTGTACGAG 

GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 

AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 

GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGAC 

TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 

TAGCAAAATGCCAGGCACTTACATGCTTAT GGACGTGT GCGCTACAAGGG 

ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTG 

TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTTAT 

TCCATCTGAGACAATCGAGGATGATATCAAGGACTGTGGGCTCTTAGACC 

AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 

GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 

CTGGTAGATCTATCAGACCACTTTTATCAGCAGGACAACTGGTCGTTACC 

AGACACCTATAACGTGTCCTCATCAATAATGTGTAAAACAGAAATAATCG 

ATAGAATATTGAAAA.TAA 



GTCGGAAAAGAACAAAATGGCTTGTATCGTTTTCGTTGCTCTTGTCGCTCTATGCTTAATGCAACCGGG 
TTCCGGTGAGGAAGTACAATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACTG 
GATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAGGATCGGGCTTTGGGGCTGTG 
TCGGATTGAACGGGCCGGCCCAGGTACCACAAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTC 
ATGTGTAACAAGAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGACTACAGACC 
ACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTCTAGCAAAATGCCAGGCACTTACATGCT 
TATGGACGTGTGCGCTACAAGGGACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAG 
GGTGTCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTTATTCCATCTGAGACAAT 
CGAGGATGATATCAAGGACTGTGGGCTCTTAGACCAAGATGTTGAACTCGATTATACGTGGACTCAAAA 
CGAGTGTGATCTACCAGACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTTCTG 
GTAGATCTATCAGACCACTTTTATCAGCAGGACAACTGGTCGTTACCAGACACCTATAACGTGTCCTCA 
T C AATAATGT GT AAAACAGAAATAAT C GAT AGAATATT GAAAATAAAATGTTAATAGACACTGGTTGAA 
AAAAAAAAAAAAAAAAAACTCMG' 
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clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone S 



clone 40 
clone 3 
clone S 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 4 0 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



GAArrCGGCACGAGTCGGAAAAGAACAAAAXGGCTTGTAICGTTTTCGTT 
G&ATTCGGCACGAG — GGAAAAGAACAAAAIGGCTTGTATCGTTTTCGTT 
GTCGGAAAAGAACAAAAIGGCTrGTATCGTTTTCGTT 



GCTCTTGTCGCTCTATGCTTAATGCAACCGGGTTCCGGTGAGGAAGTACA 
GCTCTTGTCGCTCTATGCrTAATGCAACCGGGTTCCGGTGAGGAAGTACA 
GCTCTTGTCGCTCTATGCTTAATGCAACCGGGTrCCGGTGAGGAAGTACA 



ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 
ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 
ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 



GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACIGTACGAA 
GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAG 
GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAG 



GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 
GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 
GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 



AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 
AAAAGCCGTCrGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 
AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 



GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGAC 
GAAAAACAATCTTCTrCGAGGTTGGTGGAGAAArTGCCCGGCTAGTTGAC 
GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAArTGCCCGGCTAGrTGAC 



TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 
TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 
TACAGACCACAGGAAGACGGAACrGAGAAAACTrTrACAAGAAAATTCTC 



TAGCAAAATGCCAGGCACTTACATGCTTATGGACGTGTGCGCTACAAGGG 
TAGCAAAATGCCAGGCACTTACATGCTTArGGACGTGTGCGCTACAAGGG 
TAGCAAAATGCCAGGCACTTACArGCTTATGGACGTGTGCGCTACAAGGG 



ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTG 
ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTG 
ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTG 



TCCCTATATGACGAAGATAACAArGGTGTAATGGATGAAGGTAAGGTGAT 
TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTTAT 
TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTTAT 



TCCATCTGAGACAATCGAGGATGATATCAAGGACTGTGGGCTCTTAGACC 
TCCATCTGAGACAATCGAGGATGATATCAAGGACTGTGGGCTCTTAGACC 
TCCATCTGAGACAATCGAGGATGATATCAAGGACTGTGGGCTCTTAGACC 
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Clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone 5 



clone 40 
clone 3 
clone S 



AAGATGTTGAACTCGATTATACGTGGACTCAAAACGA£TGTGATCTACCA 
AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 
AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 



GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 
GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 
GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 



CTGGTAGATCTATCAGACTACTTTTATCAGCAGGACAACTGGTCGTTACC 
CTGGTAGATCTATCAGACCACTTTTATCAGCAGGACAACTGGTCGTTACC 
CTGGrAGATCTATCAGACCACTTTTATCAGCAGGACAACTGGTCGTTACC 



AGACACCTATAACGTGTCCTCATCAATAATGTGTAAAACAGAAATAATCG 
AGACACCTATAACGTGTCCTCATCAATAATGTGTAAAACAGAAATAATCG 
AGACACCTATAACGTGTCCTCATCAATAATGTGTAAAACAGAAATAATCG 



ATAGAATAT TGAAAAT AAAAT GTTAATAAACACTGGT TGAAATATGAAAA 

AT AGAATATT GAAAATAA 

ATAGAATATTGAAAArAAAArGTTAATAGACACTGGTTGAAA AAA 
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GAATrCGGCACGAGTCGGAAAAGAACflAAATGGCTTGTATCGTTTTCGTTGCTCTTG 
8S 

T CGCTCTAT GCTT AATGCAACCGGGTTCCGGT GAGGAAGT ACAAT GCGCGAT GAATT 

GGACACAAGCTAATGRATATGTGTTCAACGTGGACTGGATGACCATTTTCATCTACG 

ACTATGGCGCTCAAGAGCAACTGTACGAAGATCGGGCTTTGGGGCXGTGTCGGATTG 
3A 

AACGGGCCGGCCCAGGTACCACAAAAGCCGTCTGGATTAACTGGAGTAACGACACGC 

AGTCATGTGTAACAAGAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGC 

4S 

TAGXTGACTACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCT 

CTAGCAAAATGCCAGGCACTTACATGCTTATGGACGTGTGCGCTACAAGGGACGCTG 

ATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTGTCCCTATATGACG 
6A 

AAGATAACAATGGTGTAATGGATGAAGGTAAGGTGTTCCATCTGAGACAATCGAGGA 

TGATATCAAGGACTGTGGGCICTTAGACCAAGATGTTGAACTCGATTATACGTGGAC 
IS 

T CAAAACGAGTGT GAT CT ACCAGACACAGT AGAC GAGG CT GAAGACAC AC CGT C AGA 
AACTGGAGAATTCTTCTGGTAGATCTATCAGACTACTTTTATCAGCAGGACAACTGG 
rCGTTACCAGACACCTATAACGTGTCCTCATCAATAATGTGTAAAACAGAAATAATC 
GATAGAATATTGAAAATAAAATGTTAATAAACACTGGTTGAAATATGAAAAAAAAAA 



AAAAAAAACTCGAG 
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Untranslated region 
GAAXrCGGCACGAGTCGGAAAAGAACAAA 
Translated region 

ATG GCT TGT ATC GTT TTC GTT GC 



GCT CTT GTC GCT CTA TGC TTA ATG 



45 



MAC IVFVALVALCLM 

CAA CCG GGT TCC GGT GAG GAA GTA CAA TGC GCG ATG AAT TGG ACA 90 
QPGSGEEVQCAMNWT 

CAA GCT AAT GAA TAT GTG TTC AAC GTG GAC TGG ATG ACC ATT TTC 135 
QAfJEYVFNV.DWMTIF 

ATC TAC GAC TAT GGC GCT CAA GAG CAA CTG TAC GAA GAT CGG GCT 180 
IYQ*GAQEQL*EDRA 

TTG GGG CTG TGT CGG ATT GAA CGG GCC GGC CCA GGT ACC ACA AAA 225 
LGLCRIERAGPGTTK 

GCC GTC TGG ATT AAC TGG AGT AAC GAC ACG CAG TCA TGT GTA ACA ' 270 
AVWINWSNDTQSCVT 

AGA AAA ACA ATC TTC TTC GAG GTT GGT GGA GAA ATT GCC CGG CTA 315 
RECTI FFEVGGEIA-RL 

GTT GAC TAC AGA CCA CAG GAA GAC GGA ACT GAG AAA ACT TTT ACA 360 
V D Y R P Q E D G T E K T F T 

AGA AAA TTC TCT-AGC AAA ATG CCA GGC ACT TAC ATG CTT ATG GAC 405 
RKFSSKMPGT*MLMD 

GTG TGC GCT ACA AGG GAC GCT GAT GAT AAA TGC ATC GAA GGC ACA 450 
VCATRDADDKCIEGT 

ATT GTG GTG ACA GTC AGG GTG TCC CTA TAT GAC GAA GAT AAC AAT 4 95 

IVVTVRVSLXDEDNN 

GGT GTA ATG GAT GAA GGT AAG GTG ATT CCA TCT GAG ACA ATC GAG 540 
GVMDEGKVI PSETIE 

GAT GAT ATC AAG GAC TGT GGG CTC TTA GAC CAA GAT GTT GAA CTC 585 
DDIKDCGLLDQDVEL 

GAT TAT ACG TGG ACT CAA AAC GAG TGT GAT CTA CCA GAC ACA GTA 630 
DYTWTQKECDLPDTV 

GAC GAG GCT GAA GAC ACA CCG TCA GAA ACT GGA GAA TTC TTC TGG 675 
DEAEDTPSETGEFFW 

TAG ATC TAT CAG ACT ACT TTT ATC AGC AGG ACA ACT GGT CGT TAC 720 



CAG ACA CCT ATA ACG TGT CCT CAT CAA TAA 750 
* = stop for translation 
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EcoR I 

GAATTCGGCACGAGTCGGAAAAGAACAAA 



ATG 


GCT 


TGT 


ATC 


GTT 


TTC 


GTT 


GCT 


CTT 


GTC 


GCT 


CTA 


TGC 


TTA 


ATG 


CAA 


CCG 


GGT 


TCC 


GGT 


GAG 


GAA GTA 


CAA 


TGC 


GCG 


ATG 


AAT 


TGG 


ACA 


CAA 


GCT 


AAT 


GAA TAT 


GTG 


TTC 


AAC 


GTG 


GAC 


TGG 


ATG 


ACC 


ATT 


TTC 


ATC 


TAC 


GAC 


TAT 


GGC 


GCT 


CAA 


GAG 


CAA 


CTG 


TAC 


GAA 


GAT 


CGG 


GCT 


TTG 


GGG 


CTG 


TGT 


CGG 


ATT 


GAA 


CGG 


GCC 


GGC 


CCA 


GGT 


ACC 


ACA 


AAA 


GCC 


GTC 


TGG 


ATT 


AAC 


TGG 


AGT 


AAC 


GAC 


ACG 


CAG 


TCA 


TGT 


GTA 


ACA 


AGA 


AAA 


ACA 


ATC 


TTC 


TTC 


GAG 


GTT 


GGT 


GGA 


GAA 


ATT 


GCC 


CGG 


CTA 


GTT 


GAC 


TAC 


AGA 


CCA 


CAG 


GAA 


GAC 


GGA 


ACT 


GAG 


AAA ACT 


TTT 


ACA 


AGA 


AAA 


TTC 


TCT 


AGC 


AAA 


ATG 


CCA 


GGC 


ACT 


TAC 


ATG 


CTT 


ATG 


GAC 


GTG 


TGC 


GCT 


ACA 


AGG 


GAC 


GCT 


GAT 


GAT 


AAA 


TGC 


ATC 


GAA 


GGC 


ACA 


ATT 


GTG 


GTG 


ACA 


GTC 


AGG 


GTG 


TCC 


■CTA 


TAT 


GAC 


GAA 


GAT 


AAC 


AAT 


GGT 


GTA 


ATG 


GAT 


GAA 


GGT 


AAG 


GTG 


ATT 


CCA 


TCT 


GAG 


ACA ATC 


GAG 


GAT 


GAT 


ATC 


AAG 


GAC 


TGT 


GGG 


CTC 


TTA 


GAC 


CAA 


GAT 


GTT 


GAA 


CTC 


GAT 


TAT 


ACG 


TGG 


ACT 


CAA 


AAC 


GAG 


TGT 


GAT 


CTA 


CCA 


GAC 


ACA 


GTA 


GAC 


GAG 


GCT 


GAA 


GAC 


ACA 


CCG 


TCA 


GAA 


ACT 


GGA 


GAA 


TTC 


TTC 


TGG 


TAG 







ATCTATCAGACTACTTTTATCAGCAGSAjCAACTGGTCGTTACCAGAC 
ACCTATAACGTGTCCTCATCAAEAATGTGTAAAACAGAAAIAATCGA 
TAGAATATTGAAAATAAAATGTTAAIAAACACTGGTTGAAATATGAA 
AAAAAAAAAAAAAAAACTCGAG 



Xho I 

Fig. 4B lp ^ 0 
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EEVQCAMNWTQANEYVFNVDWMTIFIYDVGAQEQLYEDRALGLCRIERAGPGTTKAV 
WINWSNDTQSCVTRKTIFFEVGGEIARLVDYRPQEDGTEKTFTRKFSSECMPGTYMLM 
DVCATRDRDDKCXEGTIWTVRVSLYDEDNNGVMDEGKVIPSETIEDDIKDCGLLDQ 
DVELDYTWTQNECDLPDTVDEAEDTPSETGEFFW 

Fig. 5 A fe« lp "° : *) 



MACIVFVAlViUjCLMQPGSGEEVQCflMNWTQANEYVFNVDWMTIFIYDYGAQEQLYE 
DRMiGLCRIERAGPGTTKAVW INWSNDTQSCVTRKTI F FEVGGE IARLVDYRPQEDG 
TEKTFTRKFSSKMPGTYMLMDVCATRDADDKCIEGTIVVTVRVSLYDEDNNGVMDEG 
KVIPSETIEDDIKDCGLLDQDVELDYTWTQNECDLPDTVDEAEDTPSETGEFFW 



Fig. SB /p 
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clone 40 
BioXAct 



SMTTCGGCACGAffrCGGAAAAGAACAAAATGGCTTGTATCGTTTTCGTT 
TGGCTTGTA.TCGTTTTCGTT 



clone 40 

BioXAct 

zTth 



GCrCTTGTCGCTCTATGCTTAATGCAACCGGGTTCCGGTGAGGAAGTACA 
GCTCTTGTCGCTCTATGCTTAATGCAACCGGGTTCCGGTGAGGAAGTACA 
TATGCTTAATGCAACCGGGTTCCGGTGAGGAAGTACA 



clone 4 0 
BioXAct 

rrth 



ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 
ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 
ATGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGACT 



clone 4 0 
BioXAct 
rrtii 



GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAA 
GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAA 
GGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAA 



clone 40 
BioXAct 
rTtJi 



GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 
GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 
GATCGGGCTTTGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCAC 



clone 40 

BioXAct 

zTth 



AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 
AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGrCATGTGTAACAA 
AAAAGCCGTCTGGATTAACTGGAGTAACGACACGCAGTCATGTGTAACAA 



clone 4 0 

BioXAct 

cTth 



GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGAC 
GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGAC 
GAAAAACAATCTTCTTCGAGGTTGGTGGAGAAATTGCCCGGCTAGTTGAC 



TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 
TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 
TACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACAAGAAAATTCTC 



•clone 40 
BioXAct 
cTth 



T AGCAAAAT GCCAGGC ACTTACATGCTTAT GGAC GTGT GCGCTACAAGGG 
TAGCAAAATGCCAGGCACTTACATGCTTATGGACGTGTGCGCTACAAGGG 
TAGCAAAATGCCAGGCACTTACATGCTTATGGACGTGTGCGCTACAAGGG 



clone 40 

BioXAct 

rrti 



ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTG 
ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGXGACAGTCAGGGTG 
ACGCTGATGATAAATGCATCGAAGGCACAATTGTGGTGACAGTCAGGGTG 



clone 40 

BioXAct 

rTtJi 



TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTGAT 
TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTGAT 
TCCCTATATGACGAAGATAACAATGGTGTAATGGATGAAGGTAAGGTGAT 



Fig. 6 (Parti of 2) 
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TCC^TCTGAGACAATCGAGGATGATATCAAGGACTGTGGGCTCTTAGACC 



AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 
AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 
AAGATGTTGAACTCGATTATACGTGGACTCAAAACGAGTGTGATCTACCA 



clone 40 
BioXAct 
xTth 



GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 
GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCTT 
GACACAGTAGACGAGGCTGAAGACACACCGTCAGAAACTGGAGAATTCrT 



clone 40 
BioXAct 
cTth 



CTGGTAGATCTATCAGACTACTTTT&TCAGCAGGACAACTGGTCGTTACC 
CTGGTASATCTATCAGACTACTTTTATCAGCAGGACAACTGGTCGTTACC 
CTGGTANATCTATCAGACTACTTTTATCAGCAGGACAACTGGTCGTTACC 



clone 40 
BioXAct 
rTth 



AGACACCTATAACGTG7CCTCATCAATAATGTGTAAAACAGAAATAATCG 
AGACAC CTATAACGT GT C CT CAT CAATAAT GT GT AAAACAG AAAT AATCG 
AGACACCTATAACGTGTCCTCATCAATAATGTGTAAAAC 



clone 40 
BioXAct 
rTth 



clone 40 
BioXAct 
iTth 



AAAAAAAAAAAAAACrCGaG fa Q | p I s1 0 ' Q \ 



Fig. 6 (Part 2 of 2) 
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Oligo 1 

ACI ATH TTY TTY CAR GT 
Oligo 2 

CAR GAR GAR GGN ACI GA 
Oligo 2A 

TCI GTN CCY TCY TCY TG 
Oligo N 

TTY AAY GTI GAY TGG ATG 



Fig. 7 A 



M=A/C 



R=A/G 
K=G/T 



S=G/C 



V=A/C/G H=A/C/T D=A/G/T B=C/G/T N=A/C/G/T 
I=inosine 



Oligo 3A 

ACA CAG CCC CAA AGC CCG AT 
Oligo 4S 

-TTG CCC GGC TAG TTG ACT AC 
Oligo 5A 

CAT ATT TCA ACC AGT GTT TAT TAA 
Oligo 6 A 

CAA TTG TGC CTT CGA TGC A 



Oligo 7S Fig. 7B 

GGA CTG TGG GCT CTT AG <^ /( ' ^^f^H ^ 

^ e-^JL^ ^ ^^^^ 



Oligo 8S 
ATG GCT TGT ATC GTT TTC GT 
Oligo T7 
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Oligo ExS 

CCA CAC GGA TCC TGA GGA AGT ACA ATG 
Oligo ExA 

CCA CAC GGA TCC TTA TTG ATG AGG ACA 
Oligo Bacl 

CTT GTT TTT ATG GTC GTC TAC ATT TCT TAC ATC TAT GCG GAG 
GAA GTA CAA TG 

Oligo C9 12 

CCA CAC AGA TCT AGA ATG AAA TTC TTA GTC AAC GTT GCC CTT 
GTT TTT ATG GTC 

Oligo Bys 

TTT ACT GTT' TTC GTA ACA GTT TTG 
Oligo BV3 

CAA CAA CGC ACA GAA TCT AG 
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NlalV 
Mnll 
ScrFI 
Neil 
Bcnl 

Msel Kpall Kpall 

I I I I I I 

ATGGCTTGTMCGTTTTCGTTGCICTTGTCGCTCTATGCTTJATGCAACCGGGTTCCGGT ( 

Hhal 
HphI BstUI 

Rsal HinPlI Alul Maell 

II II I I 

GAGGAAGTAC^TGCGCGATGAATTGGACACAAGCTAATGAATATGTGTTCAACGTGGAC 120 

Haell 

Hhal Dpnl 
Fokl HinPlI Rsal SauSAI 

I III III 

TGGATGACCATTTTCATCTACGACTATGGCGCTCAAGAGCAACTGTACGAAGATCGGGCT ISO 

Haelll 
Sau96I 
Cfrl3I 
Nael Rsal 
Hpall NlalV 
Haelll Banl 
CfrlOI ScrFI 
Sau96I BstNI 
Cfrl3I EcoRII Kpnl 
MboII Asul Asul Asp718 Msel 

I I I I I I I I I I I I I 

TIGGGGCTGTGTCGGATTGAACGGGCCGGCCCAGGTACCACAAAAGCCGTCTGGATTAAC 240 

' Maelll MboII 
Maelll Nlalll MboII Mnll TaqI 

I II I I I I 

TGGAGTAACGACACGCAGTCATGTGTAACAAGAAAAACAATCTTCTTCGAGGTT GGTGGA 300 

Mael 
ScrFI 
Neil 

Hpall MboII 
Bcnl Hindi Ddel 

III II 
GAAATTGCCCGGCTAGTTGACTACAGACCACAGGAAGACGGAACTGAGAAAACTTTTACA 360 



Fig. 9 (Parti of 2) 

(@U*^ ^S^^ If) M>; /) 
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